Key indicators: single-crystal X-ray study; T = 290 K; mean (S-Na) = 0.003 Å; disorder in main residue; R factor = 0.054; wR factor = 0.152; data-to-parameter ratio = 10.6.
Related literature
For the crystal structures of similar compounds, see: Oskarsson et al. (1979) ; Albertsson et al. (1980); Ymé n (1982) ; Mafud & Gambardella (2011) . For puckering parameters, see: Cremer & Pople (1975) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
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Comment
The title compound is compossed of a piperidinedithiocarbamate anion, a sodium cation, and two lattice water molecules (Fig. 1) . The crystal structures of similar compounds, for example sodium 1-pyrrolidinecarbodithioate dihydrate, has been reported on previously (Oskarsson et al., 1979; Albertsson et al., 1980; Ymén, 1982) . The crystal structure of ammonium piperidine-1-carbodithioate dihydrate has been descibed by our group recently (Mafud & Gambardella, 2011) .
The atoms of the piperidine ring are disordered, occupying two positions (A = C2',C3',C4',C5',N1' and B = C2,C3,C4,C5,N1) with occupancies of 0.554 (6)/0.446 (6). Both of these six-membered rings have a chair conformation, with puckering parameters, Q = 0.552 (13) Å, θ = 180.0 (13) °, φ2 = 128 (25) °, for ring A, and Q = 0.577 (15) Å, θ = 0.0 (15) °, φ2 = 313 (27) °, for ring B (Cremer & Pople, 1975 This configuration generates close packed layers which remain cohesive in crystal stacking by van der Waals interactions.
The distances of these contacts are slightly less than the sum of the van der Waals radii.
In the crystal O-H···S hydrogen bonds, involving the lattice water molecules, aid in stabilizing the crystal structure ( Table   1 ). The crystal packing gives rise to a supramolecular structure, whose infinite two-dimensional network, with base vectors: 
Experimental
The title compound was prepared by slow addition of 0.1 mol of CS 2 to a cold solution containing 0.2 mol of piperidine and a stoichiometric amount of sodium hydroxide in ethanol/water 1:1 (v/v). The reaction mixture was placed in the freezer for 12 h and then filtered through a Büchner funnel, washed with cold ether and the product recrystallized in an ethanol water mixture 1:1 (v/v). Colourless single crystals, suitable for X-ray diffraction analysis, were obtained. On heating they sublimed and decomposed.
Refinement
The H-atom positions of the water molecules were located in a difference Fourier map, they were refined with distance restraints, O-H = 0.84 (2) Å, with U iso (H) = 1.5U eq (parent O-atom). The C-bound H-atoms of the anion were included in calculated positions and treated as riding atoms: C-H = 0.97 Å, with U iso (H) = 1.2U eq (parent C-atom).
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Figures Fig. 1 . Perspective view of asymmetric unit of the molecular structure of the title compound, with the numbering scheme and displacement ellipsoids drawn at the 50% probability level. The two components (A = C2',C3',C4',C5',N1' and B = C2,C3,C4,C5,N1) of the disordered piperidine ring are shown. O2-Na1-S1 108.51 (7) C5-C4-H4B 109 O1-Na1-S1
Geometric parameters (Å, °)
100.34 (7) C3-C4-H4B 109
O1
ii -Na1-S1 82.06 (7 Na1-S1-C1-N1' −24.6 (4) C1-N1'-C6'-C5' 110.7 (7) Na1 i -S1-C1-N1 −164.9 (4) C2'-N1'-C6'-C5' −58.7 (9) Na1-S1-C1-N1 21.0 (5) C4'-C5'-C6'-N1' 57.7 (11) Symmetry codes: (i) −x+3/2, y+1/2, −z+1; (ii) −x+1, −y, −z+1; (iii) −x+1, −y−1, −z+1; (iv) −x+3/2, y−1/2, −z+1. 
Hydrogen-bond geometry (Å, °)
D
